Supplementary Table S2.  MEP ( and MEP ( ammonium transporter/ammonia permease sequences generated for this study.
	Species 
	Genbank Accession #
	Primers/genome
	Taxonomy
	Source (fungal culture or specimen number)

	Cladonia grayi mep1a
	JF833071
	Genome
	Lecanoromycetes/

Cladoniaceae
	Cgr/DA2myc/ss

	Cladonia grayi mep1b
	JF833070
	Genome
	Lecanoromycetes/
Cladoniaceae
	Cgr/DA2myc/ss

	Cladonia grayi mep2
	JF833052
	Genome
	Lecanoromycetes/
Cladoniaceae
	Cgr/DA2myc/ss

	Cladonia grayi mep3
	JF833073
	Genome
	Lecanoromycetes/
Cladoniaceae
	Cgr/DA2myc/ss

	Stereocaulon tennesseense
	JF833080
	1, 7, 10, 11, 14
	Lecanoromycetes/
Cladoniaceae
	McDonald 1471

	Usnea mutabilis
	JF83306
	1, 7, 10, 11, 14
	Lecanoromycetes/
Parmeliaceae
	TRM1468

	Usnea mutabilis A
	JF833082
	1, 9, 10
	Lecanoromycetes/
Parmeliaceae
	McDonald 1468

	Usnea mutabilis B
	JF833083
	1, 9, 10
	Lecanoromycetes/
Parmeliaceae
	McDonald 1468

	Parmotrema michauxiana
	JF833076
	1, 3, 7, 9, 10, 11, 14 
	Lecanoromycetes/
Parmeliaceae
	McDonald 1472

	Ramalina sp. A
	JF833078
	1, 7, 10, 14
	Lecanoromycetes/
Ramalinaceae
	Rasp_TRM1470_PS1

	Ramalina sp. B
	JF833079
	1, 7, 10, 14
	Lecanoromycetes/
Ramalinaceae
	Rasp_TRM1470_PS1

	Pyrenula cruenta
	JF833077
	3, 4, 7, 10, 14
	Eurotiomycetes/

Pyrenulaceae
	Pycr_EGB_TRMPS1                            

	Trypethelium virens
	JF833081
	3, 4, 5, 6, 7, 10, 11, 12, 13
	Dothidiomycetes/

Trypetheliaceae
	Trvi_TRM1424_PS1

	Laurera megasperma A
	JF833075
	3, 4, 5, 6, 7, 10, 11, 12, 13
	Dothidiomycetes/

Trypetheliaceae
	Lame_DE9725_TRMPS1

	Laurera megasperma B
	JF833074
	3, 4, 5, 6, 7, 10, 11, 12, 13
	Dothidiomycetes/

Trypetheliaceae
	Lame_DE9725_TRM_PS1


